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Fig. 1 



atg gaa tgg atg aga tct aga gtt ggg acc ctg gga .ctg, tgg gtc cga 
Met Glu Trp Met Arg Ser Arg Val G l y Thr Leu Glv L eu Trp Val Ara 
15 10 15 
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ctg ctg ctg get gtc ttc ctg ctg ggg gtc tac caa gca tac ccc ate 
Leu Leu Leu Ala Val Phe Leu Leu Gly Val Tvr Gin Ala Tyr Pro lie 
20 25 30 
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cct gac tec age ccc etc etc cag ttt ggg ggt caa gtc egg cag agg 
Pro Asp Ser Ser Pro Leu Leu Gin Phe Gly Gly Gin Val Arg Gin Arg 
35 40 45 
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tac etc tac aca gat gac gac caa gac act gaa gec cac ctg gag ate 
Tyr Leu Tyr Thr Asp Asp Asp Gin Asp Thr Glu Ala His Leu Glu lie 
50 55 60 
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agg gag gat gga aca gtg gta ggc gca gca cac cgc agt cca gaa agt 
Arg Glu Asp Gly Thr Val Val Gly Ala Ala His Arg Ser Pro Glu Ser 
65 70 75 80 
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etc ctg gag etc aaa gee ttg aag cca ggg gtc att caa ate ctg ggt 
Leu Leu Glu Leu Lys Ala Leu Lys Pro Gly Val He Gin He Leu Gly 
85 90 95 
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gtc aaa gee tct agg ttt ctt tgc caa cag cca gat gga get etc tat 
Val Lys Ala Ser Arg Phe Leu Cys Gin Gin Pro Asp Gly Ala Leu Tyr 
100 105 110 
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gga teg cct cac ttt gat cct gag gec tgc age ttc aga gaa ctg ctg 
Gly Ser Pro His Phe Asp Pro Glu Ala Cys Ser Phe Arg Glu Leu Leu 
115 120 125 
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ctg gag gac ggt tac aat gtg tac cag tct gaa gee cat ggc ctg ccc 
Leu Glu Asp Gly Tyr Asn Val Tyr Gin Ser Glu Ala His Gly Leu Pro 
130 135 140 
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ctg cgt ctg cct cag aag gac tec cca aac cag gat gca aca tec tgg 
Leu Arg Leu Pro Gin Lys Asp Ser Pro Asn Gin Asp Ala Thr Ser Trp 
145 150 155 160 
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gga cct gtg cgc ttc ctg ccc atg cca ggc ctg etc cac gag ccc caa 
Gly Pro Val Arg Phe Leu Pro Met Pro Gly Leu Leu His Glu Pro Gin 
165 170 175 
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gac caa gca gga ttc ctg ccc cca gag ccc cca gat gtg ggc tec tct 
Asp Gin Ala Gly Phe Leu Pro Pro Glu Pro Pro Asp Val Gly Ser Ser 
180 185 190 
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gac ccc ctg age atg gta gag cct tta cag ggc cga age ccc age tat 
Asp Pro Leu Ser Met Val Glu Pro Leu Gin Gly Arg Ser Pro Ser Tyr 
195 200 205 
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gcg tec tgactctttc ctgaatcta 
Ala Ser 1 
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1 50 

hAgp-26257 M 

mAgp-26257 M 

Hfgf 14 MAAAIASG LIRQKRQARE QHWDRPSASR 

Mfgf 14 ~~~ MAAAIASG LIRQKRQARE QHWDRPSASR 

Hfgf 12 MAAAIASS LIRQKRQARE SNSDRVSASK 

Mfgf 13 MTAAIASS LIRQKRQARE R. . EKSNACK 

HfgfS — MS LSFLLLLFFS HLILSAWAHG EKRLAPKGQP GPAATDRNPI 

MfgfS MS LSLLFLIFCS HLIHSAWAHG EKRLTPEGQP APPRNPGDSS 

Hfgf 6 MALGQKLFIT MSRGAGRLQG TLWALVFLGI LVGMWPSPA GTRA. .NNTL 

Mfgf 6 MALGQRLFIT MSRGAGRVQG TLQALVFLGV LVGMWPSPA GARA. .NGTL 

Hfgf 4 MSGPGTAAV ALLPAVLLAL LAPWAGRGGA AAPTAPNGTL 

Mfgf 4 MAKRGPTTG TLLPRVLLAL WALADRGTA APNGTR 

Hfgf 3 

Mfgf 3 

Hfgf? MHKWILTWIL PTLLYRSCFH 

Mfgf 7 MRKWILTRIL PTLLYRSCFH 

Hfgf 9 MAPLGEVGNY FGVQDAVPFG 

Mfgf 9 MAPLGEVGSY FGVQDAVPFG 

Hfgfl 

Mfgfl 

Hfgf 2 

Mfgf 2 

cons 

51 100 

hAgp-26257 DSDETGFEHS GLWVS.VLAG LLLGACQAHP IPDSSPLLQF GGQVRQRYLY 

mAgp-26257 EWMRSRVGTL GLWVRLLLAV FLLGVYQAYP IPDSSPLLQF GGQVRQRYLY 

Hfgf 14 RRSSPSKN.R GLCNGNLVDI FSKVRIFGLK KRRLRRQ . DP QLKGIVTRLY 

Mfgf 14 RRSSPSKN.R GLFNGNLVDI FSKVRIFGLK KRRLRRQ . DP QLKGIVTRLY 

Hfgf 12 RRSSPSKDGR SLCERHVLGV FSKVRFCSGR KRPVRRRPEP QLKGIVTRLF 

Mfgf 13 CVSSPSK.GK TSCDKNKLNV FSRVKLFGSK KRR.RRRPEP QLKGIVTRLY 

HfgfS GSSSRQSSSS AMSSSSASSS PAASLGSQGS GLEQSSFQWS PSGRRTGSLY 

Mfgf 5 GSRGR..SSA TFSSSSASSP VAASPGSQGS GSEHSSFQWS PSGRRTGSLY 

Hfgf 6 LD. . SRGWGT LLSRSRAGL. . AGEI . . AGV NWESG. . . YL VGIKRQRRLY 

Mfgf 6 LD. . SRGWGT LLSRSRAGL. .AGEI . . SGV NWESG. . .YL VGIKRQRRLY 

Hfgf 4 EAELERRWES LVALSLARLP VAAQP KEA AVQSGAGDYL LGIKRLRRLY 

Mfgf 4 HAELGHGWDG LVARSLARLP VAAQP . . PQA AVRSGAGDYL LGLKRLRRLY 

Hfgf 3 -MGLIWLLLL SLLEPGWPAA GPGARLRRDA GGRGGVYEHL GGAPRRRKLY 

Mfgf 3 -MGLIWLLLL SLLEPSWPTT GPGTRLRRDA GGRGGVYEHL GGAPRRRKLY 

Hfgf7 IICLVGTISL ACNDMTPEQM ATNVNCSSPE RHTRSYDYME GGDIRVRRLF 

Mfgf 7 LVCLVGTISL ACNDMSPEQT ATSVNCSSPE RHTRSYDYME GGDIRVRRLF 

Hfgf 9 NVPVLPVDSP VLLSDHLGQS EAGGLPRGPA . VTDLDHLK . . GILRRRQLY 

Mfgf 9 NVPVLPVDSP VLLNDHLGQS EAGGLPRGPA . VTDLDHLK . .GILRRRQLY 

Hfgfl MAEG EITTFTALTE KFNLPP GNYKKPKLLY 

Mfgfl ™ MAEG EITTFAALTE RFNLPL GNYKKPKLLY 

Hfgf 2 MAAG SITTLPALPE . DGGSGAFPP GHFKDPKRLY 

Mfgf 2 MAAS GITSLPALPE .DGGA.AFPP GHFKDPKRLY 

cons .sl....sl . L.s.a.a. fagv. . .gp. . .rssr.l.. ggikrvrrLy 
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LEIREDGTVG GAADQ . SPES 
LEIREDGTW GAAHR . SPES 
LQMHPDGALD GTKDDSTNST 
LQMHPDGALD GTKDDSTNST 
LQMHPDGTID GTKDENSDYT 
LQLQADGTID GTKDEDSTYT 
LQIYPDGKVN GSHE . ANMLS 
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LQVLPDGRIS GTHE.ENPYS 
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LQALPDGRIG GAHA.DTRDS 
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LQLHPSGRVN GSLE. NSAYS 
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LRIDKRGKVK GTQEMKNSYN 
LEIFPNGTIQ GTRKDHSRFG 
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LRIHPDGRVD GVREKSDPHV 
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LLQLKALKPG VIQILGVKTS 
LLELKALKPG VIQILGVKAS 
LFNLIPVGLR WAIQGVKTG 
LFNLIPVGLR WAIQGVKTG 
LFNIjIPVGLR WAIQGVKAS 
LFNLIPVGLR WAIQGVQTK 
VLEIFAVSQG IVGIRGVFSN 
ILEIFAVSQG IVGIRGVFSN 
LLEISTVERG WSLFGVRSA 
LLEISTVERG WSLFGVKSA 
LLELSPVERG WSIFGVASR 
LLELSPVQRG WSIFGVASR 
ILEITAVEVG IVAIRGLFSG 
ILEITAVEVG WAIKGLFSG 
IMEIRTVAVG IVAIKGVESE 
IMEIRTVAVG IVAIKGVESE 
ILEFISIAVG LVSIRGVDSG 
ILEFISIAVG LVSIRGVDSG 
QLQLSAESVG EVYIKSTETG 
QLQLSAESAG EVYIKGTETG 
KLQLQAEERG WSIKGVCAN 
KLQLQAEERG WSIKGVCAN 
llel . avevg w . ikgvksg 
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ACSFRELLLE DGYNVYQSEA HGLPLHLPGN 
ACSFRELLLE DGYNVYQSEA HGLPLRLPQK 
. CKFKESVFE NYYVIYSSML YRQQESGRA . 
. CKFKESVFE NYYVIYSSML YRQQESGRA. 
.CKFKESVFE NYYVIYSSTL YRQQESGRA. 
. CKFKESVFE NYYVTYSSMI YRQQQSGRG . 
. CKFRERFQE NSYNTYASAI HRTEKTGRE . 
. CKFRERFQE NSYNTYASAI HRTEKTGRE. 

. CKFRETLLP NNYNAYESDL Y QG . 

. CKFRETLLP NNYNAYESDL Y RG. 

. CTFKEILLP NNYNAYESYK Y PG. 

. CKFKEILLP NNYNAYEAYA Y PG . 

. CEFVERIHE LGYNTYASRL YRTVSSTPGA 
. CEFVERIHE LGYNTYASRL YRTGSSGPGA 
. CNFKELILE NHYNTYASAK WTH. .NG. . . 
. CNFKELILE NHYNTYASAK WTH. .SG. . . 
. CVFREQFEE NWYNTYSSNL YKHVDTG . . . 
. CVFREQFEE NWYNTYSSNL YKHVDTG . . . 

. CLFLERLEE NHYNTYISKK H AE . . . 

. CLFLERLEE NHYNTYTSKK H AE . . . 
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. CFFFERLES NNYNTYRSRK Y S 
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201 250 

hAgp-26257 KSPHRDPAPR GPA. . .RFLP LPGLPPAPPE PPGILAPQPP DVGSSDPLSM 

mAgp-26257 DSPNQDATSW GPV. . .RFLP MPGLLHEPQD QAGFLPPEPP DVGSSDPLSM 

Hfgfl4 W FLGLNKEGQA MKG. , NRVKK TKPAAHFLPK PLEVAMYREP 

Mfgfl4 W FLGLNKEGQV MKG. .NRVKK TKPAAHFLPK PLEVAMYREP 

Hfgfl2 W FLGLNKEGQI MKG. .NRVKK TKPSSHFVPK PIEVCMYREP 

Mfgfl3 W YLGLNKEGEI MKG..NHVKK NKPAAHFLPK PLKVAMYKEP 

Hfgf 5 W YVALNKRGKA KRGCSPRVKP QHISTHFLPR FKQSEQPELS 

Mfgf 5 W YVALNKRGKA KRGCSPRVKP QHVSTHFLPR FKQSEQPELS 

Hfgf 6 T YIALSKYGRV KRG..SKVSP IMTVTHFLPR I 

Mfgf6 T YIALSKYGRV KRG. . SKVSP IMTVTHFLPR I 

Hfgf4 M FIALSKNGKT KKG, .NRVSP TMKVTHFLPR L 

Mfgf4 . M FMALSKNGRT KKG . .NRVSP TMKVTHFLPR L 

Hfgf3 RRQPSAERLW YVSVNGKGRP RRG . . FKTRR TQKSSLFLPR VLDHRDHEMV 

Mfgf3 QRQPGAQRPW YVSVNGKGRP RRG.. FKTRR TQKSSLFLPR VLGHKDHEMV 

Hfgf7 GEM FVALNQKGIP VRG..KKTKK EQKTAHFLPM AIT 

Mfgf7 GEM FVALNQKGIP VKG..KKTKK EQKTAHFLPM AIT 

Hfgf9 RRY YVALNKDGTP REG. .TRTKR HQKFTHFLPR PVDPDKVPEL 

Mfgf9 RRY YVALNKDGTP REG. .TRTKR HQKFTHFLPR PVDPDKVPEL 

Hfgfl KNW FVGLKKNGSC KRG..PRTHY GQKAILFLPL PVSSD— ~ 

Mfgfl KNVJ FVGLKKNGSC KRG. . PRTHY GQKAILFLPL PVSSD 

Hfgf2 SW YVALKRTGQY KLG..SKTGP GQKAILFLPM SAKS- 

Mfgf2 SW YVALKRTGQY KLG..SKTGP GQKAILFLPM SAKS 

cons w yvalnk.g.p krG. .nr.kp tqkathflPr pv-s 
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VGPSQGRSPS YAS 

VEPLQGRSPS YAS 

SLHDVGETVP KPGVTPSKST SASAIMNGGK PVNKSKTT — 
SLHDVGETVP KAGVTPSKST SASAIMNGGK PVNKCKTT-- 

SLHEIGEKQG R SRKS SGTPTMNGGK WNQDST 

SLHDLTEFSR SGSGTPTKSR SVSGVLNGGK SMSHNEST-- 
FTVTVPEKKN PPSPIKSKIP LSAPRKNTNS VKYRLKFRFG 
FTVTVPEKKK P . . PVKPKVP LSQPRRSPSP VKYRLKFRFG 
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RQLQSGLPRP PGKGVQPRRR RQ.KQSPDNL EPSHVQASRL GSQLEASAH- 
RLLQSSQPRA PGEGSQPRQR RQKKQSPGDH GKMETLSTRA TPSTQLHTGG 
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